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−15

−10

−5

0

5

10

15

20
KOYAMA_SEMA3B_TARGETS_UP

G
S

Z

●● ● ●● ● ●●●●●● ● ● ●
● ●● ●

● ●
● ● ●

● ● ●
● ● ● ● ●● ● ●

● ● ●
● ● ●● ● ●●● ● ● ●●● ● ● ●●● ●●● ●●● ● ● ●● ● ●●

● ● ●
● ●

●
● ●

●
●

● ● ●
● ● ●●
● ● ● ●

●
● ● ● ● ●

● ● ●
●●●●● ●
● ● ● ●

●
● ●●● ● ●●

● ●● ●
●

● ● ●
● ● ● ● ● ●

● ●● ● ● ●
● ● ●● ●

● ● ●● ●● ● ● ● ●
● ● ● ● ● ●

●
●
● ● ●

● ● ●
● ● ● ●

● ● ●●●
● ● ● ● ● ● ● ● ●

# features = 236 , max = 6

−15

−10

−5

0

5

10

15

20
Pentrack_CRC_TCGA_group.over_B_msi−h_UP

G
S

Z

●● ● ● ●●●● ● ● ●● ● ●●●●● ●●●●●● ●●● ● ●
● ● ● ● ●●
● ● ● ●
● ● ●●● ● ● ●● ●●
● ● ● ● ● ●● ● ●

● ● ● ● ● ●●
● ● ● ● ● ● ● ●
● ● ● ●● ● ●

● ● ●
● ●

● ● ● ●● ● ●●
● ● ● ● ●

● ●● ● ● ●
● ● ●

● ● ● ● ●
● ●

● ● ●
● ●● ● ●
● ●
● ● ●

● ●● ●
● ●

●
● ●

● ● ●
● ●

● ●● ● ● ●
● ● ●●

● ● ● ●
● ● ● ●

● ● ●
●

● ●
● ● ●

● ●
● ●● ● ●

●
● ● ● ●
● ● ● ● ● ● ●

● ●
● ● ● ● ● ● ●

● ● ●
● ● ● ●

● ●●
● ●

● ● ● ●
● ● ●

●●●● ● ● ● ● ● ●●

# features = 281 , max = 11
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# features = 161 , max = 7
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# features = 616 , max = 21
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# features = 95 , max = 9
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# features = 263 , max = 11
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# features = 302 , max = 16
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# features = 271 , max = 7
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# features = 472 , max = 25
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# features = 28 , max = 4
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# features = 208 , max = 5
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# features = 166 , max = 8
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